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3 <110> APPLICANT: SCHUTZ, MICHAEL 

4 MEYER, ROMAN 

5 GRALLERT, HOLGER 

6 MILLER, STEFAN 

8 <120> TITLE OF INVENTION: METHOD FOR DETECTING AND FOR REMOVING ENDOTOXIN 
10 <130> FILE REFERENCE: DEBE:046US 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/519,259 
13 <141> CURRENT FILING DATE: 2004-12-21 

15 <150> PRIOR APPLICATION NUMBER: PCT/DE2003/002096 

16 <151> PRIOR FILING DATE: 2003-06-24 

18 <150> PRIOR APPLICATION NUMBER: DE 103 07 793.6 

19 <151> PRIOR FILING DATE: 2003-02-24 

21 <150> PRIOR APPLICATION NUMBER: DE 102 28 133.5 

22 <151> PRIOR FILING DATE: 2002-06-24 
25 <160> NUMBER OF SEQ ID NOS : 8 

27 <170> SOFTWARE: Patent In version 3,1 

29 <210> SEQ ID NO: 1 

30 <211> LENGTH: 78 

31 <212> TYPE: DNA 

32 <213> ORGANISM: artificial sequence 

34 <220> FEATURE: 

35 <223> OTHER INFORMATION: Primer 

3 7 <400> SEQUENCE: 1 

39 gaaggaacta gtcatatggc tagctggagc cacccgcagt tcgaaaaagg cgccagtaat 60 

40 aatacatatc aacacgtt 78 

43 <210> SEQ ID NO: 2 

44 <211> LENGTH: 54 

45 <212> TYPE: DNA 

46 <213> ORGANISM: artificial sequence 
48 <220> FEATURE: 

■49 <223> OTHER INFORMATION: Primer 
51 <400> SEQUENCE: 2 

53 acgcgcaaag cttgtcgacg gatcctatca ttcttttacc ttaattatgt agtt 54 

56 <210> SEQ ID NO: 3 

57 <211> LENGTH: 78 

58 <212> TYPE: DNA 

59 <213> ORGANISM: artificial sequence 

61 <220> FEATURE: 

62 <223> OTHER INFORMATION: Primer 
64 <400> SEQUENCE: 3 

66 gaaggaacta gtcatatggc ttgttggagc cacccgcagt tcgaaaaagg cgccagtaat 60 

67 aatacatatc aacacgtt 78 
70 <210> SEQ ID NO: 4 
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71 <211> LENGTH: 78 

72 <212> TYPE: DNA 

73 <213> ORGANISM: artificial sequence 

75 <220> FEATURE: 

76 <223> OTHER INFORMATION: Primer 
78 <400> SEQUENCE: 4 

80 gaaggaacta gtcatatggc tagctggagc cacccgcagt tcgaaaaagg cgcctgtaat 60 

81 aatacatatc aacacgtt 78 

84 <210> SEQ ID NO: 5 

85 <211> LENGTH: 19 

86 <212> TYPE: PRT 

87 <213> ORGANISM: artificial sequence 

89 <220> FEATURE: 

90 <223> OTHER INFORMATION: Tag for targeted Biotinylation 
92 <400> SEQUENCE: 5 

94 Met Ala Ser Trp Ser His Pro Gin Phe Glu Lys Gly Ala Ser Asn Asn 

95 1 5 10 15 

96 Thr Tyr Gin 

100 <210> SEQ ID NO: 6 

101 <211> LENGTH: 19 

102 <212> TYPE: PRT 

103 <213> ORGANISM: artificial sequence 

105 <220> FEATURE: 

106 <223> OTHER INFORMATION: Tag for targeted Biotinylation 
108 <400> SEQUENCE: 6 

110 Met Ala Cys Trp Ser His Pro Gin Phe Glu Lys Gly Ala Ser Asn Asn 

111 15 10 15 

112 Thr Tyr Gin 

116 <210> SEQ ID NO: 7 

117 <211> LENGTH: 19 

118 <212> TYPE: PRT 

119 <213> ORGANISM: artificial sequence 

121 <220> FEATURE: 

122 <223> OTHER INFORMATION: Tag for targeted Biotinylation 
124 <400> SEQUENCE: 7 

126 Met Ala Ser Trp Ser His Pro Gin Phe Glu Lys Gly Ala Cys Asn Asn 

127 15 10 15 

128 Thr Tyr Gin 

132 <210> SEQ ID NO: 8 

133 <211> LENGTH: 539 

134 <212> TYPE: PRT 

135 <213> ORGANISM: artificial sequence 

137 <220> FEATURE: 

138 <223> OTHER INFORMATION: P12 with a tag for targeted Biotinylation 

140 <400> SEQUENCE: 8 

142 Met Ala Ser Trp Ser His Pro Gin Phe Glu Lys Gly Ala Ser Asn Asn 

143 15 10 15 

145 Thr Tyr Gin His Val Ser Asn Glu Ser Arg Tyr Val Lys Phe Asp Pro 

146 20 25 30 
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425 430 
Gly Val Gly Cys Thr Gly Gly Tyr Val Gly Glu 

440 445 
Met Ser Tyr His Lys His Ala Gly Gly Phe Gly 

455 460 
Gly Ala Phe Gly Asn Thr Arg Arg Ser Asn Phe 
470 475 480 

Gly Leu Asp Trp Asp Asn Arg Ser Tyr Phe Thr 

490 495 
He Asp Pro Ala Ser Gin Arg Asn Ser Arg Tyr 

505 510 
Glu Leu He Gly Asn Glu Thr Arg Pro Trp Asn 

520 525 
He He Lys Val Lys Glu 
535 
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